Collaborative Study on the
Genetics of Alcoholism
(COGA)

n

Q- (G N

Publications from downloaded data provided by the
Collaborative Study on the Genetics of Alcoholism

(COGA data as part of SAGE are marked with ¢***”)
Maintained by

Morton Ehrenberg, Chella Kamarajan (SUNY Downstate Medical Center)
and Sherri Fisher (Washington University in St. Louis)

Last change: 2019-08-29

Number of COGA-data publications by year:

1999 2006 2007 2008 2009 2010 2011 2012

1 4 4 7 1 7 11 16
2013 2014 2015 2016 2017 2018 2019 Total
23 21 21 10 10 4 1 141

Publications in 2018
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Cormand B (2018) Evaluation of previous substance dependence genome-wide significant findings in a
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gene cluster regulatory variant is associated with nicotine withdrawal and the urge to smoke. Mol
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Nicotine & Tobacco Research : Official Journal of the Society for Research on Nicotine and Tobacco,
19(4):417-425. PMID: 27613895.

Polimanti R, Zhang H, Smith AH, Zhao H, Farrer LA, Kranzler HR, Gelernter ] (2017). Genome-wide
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549. PMID: 26458734. PM(C5102811.
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Model to Study the Genetics of Alcoholism. Scientific reports, 7(1):1975. PMID: 28512340.

Yang ], Li MD (2014) Association and interaction analyses of 5-HT3 receptor and serotonin transporter
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medicine, 46(10):2059-69. PMID: 27052577.
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GRM7 with alcohol consumption. Alcohol (Fayetteville, NY), 55:43-50. PMID: 27788777.
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Stress, 29 (3):197-204
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wide association study of cannabis dependence severity, novel risk variants, and shared genetic risks.
JAMA Psychiatry. 2016; 73(5):472-80. PMCID: PMC4974817.
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Zhao J, Zhang H (2016) Modeling Multiple Responses via Bootstrapping Margins with an Application
to Genetic Association Testing. Statistics and its interface, 9(1):47-56. PMID: 26543519.
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Gelernter J, Kranzler HR, Sherva R, Almasy L, Herman Al, Koesterer R, Zhao H, Farrer LA (2015)
Genome-wide association study of nicotine dependence in American populations: identification of novel
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in Trauma-Exposed Veterans. Clinical Psychological Science 1-14.

***Suchankova P, Yan J, Schwandt ML, Stangl BL, Caparelli EC, Momenan R, Jerlhag E, Engel JA,
Hodgkinson CA, Egli M, Lopez MF, Becker HC, Goldman D, Heilig M, Ramchandani VA, Leggio L
(2015). The glucagon-like peptide-1 receptor as a potential treatment target in alcohol use disorder:
evidence from human genetic association studies and a mouse model of alcohol dependence.
Translational psychiatry 5:€583. PMID: 26080318. PMC4490279.

Sun J, Kranzler HR, Bi Jinbo. An effective method to identify heritable components from multivariate
phenotypes. PLoS One, 2015; 10(12): 0144418. PMCID: 4678282.

. Talluri R, Shete S (2015) Evaluating methods for modeling epistasis networks with application to head

and neck cancer. Cancer informatics, 14(Suppl 2):17-23. PMID: 25733798.
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***Wang KS, Zuo L, Pan Y, Xie C, Luo X (2015). Genetic variants in the CPNE5 gene are associated
with alcohol dependence and obesity in Caucasian populations. Journal of psychiatric research 71:1-7.
PMID: 26522866.

Xu K, Kranzler HR, Sherva R, Sartor CE, Almasy L, Koesterer R, Zhao H, Farrer LA, Gelernter J
(2015) Genomewide Association Study for Maximum Number of Alcoholic Drinks in European
Americans and African Americans. Alcoholism, Clinical and Experimental Research, 39(7):1137-47.
PMID: 26036284.
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E, Ochoa WC, Ophoff RA, Pakstis AJ, Pato MT, Pato CN, Piacentini J, Pittenger C, Pollak Y, Rauch
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Shugart Y'Y, Hounie AG, Miguel EC, Nicolini H, Wagner M, Ruiz-Linares A, Cath DC, McMahon W,
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DV, Arnold PD, Freimer NB, Stewart SE, Knowles JA, Cox NJ, Pauls DL. (2015). Cross-disorder
genome-wide analyses suggest a complex genetic relationship between Tourette’s syndrome and OCD.
American Journal of Psychiatry 172(1):82-93. PMCID: PMC4282594.

*** Zhao J, Zhang H (2016). Modeling Multiple Responses via Bootstrapping Margins with an
Application to Genetic Association Testing. Statistics and its interface 9:47-56. PMID: 26543519.
PMCID: PMC4629876.

*** Zuo L, Zhang CK, Sayward FG, Cheung KH, Wang K, Krystal JH, Zhao H, Luo X (2015). Gene-
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Psychiatry 27(2):111-118. PMID: 26120261. PMCID: PMC4466852.

*** Zuo L, Tan Y, Zhang X, Wang X, Krystal J, Tabakoff B, Zhong C, Luo X (2015). A New
Genomewide Association Meta-Analysis of Alcohol Dependence. Alcoholism, Clinical and
Experimental Research 39(8):1388-1395. PMID: 26173551.

Zuo L, Saba L, Lin X, Tan Y, Wang K, Krystal JH, Tabakoff B, Luo X. Significant association between
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B Neuropsychiatr Genet, 2015; 168(7):544-556.
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*** Cao, J., Liu, X., Han, S., Zhang, C.K., Liu, Z., and Li, D. (2014). Association of the HTR2A gene
with alcohol and heroin abuse. Human Genetics 133(3):357-365. PMID: 24178752.
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association of multiple traits. Journal of the Royal Statistical Society: Series C (Applied Statistics)
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Gelernter J, Kranzler HR, Sherva R, Almasy L, Koesterer R, Smith AH, Anton R, Preuss UW, Ridinger
M, Rujescu D, Wodarz N, Zill P, Zhao H, Farrer LA (2014) Genome-wide association study of alcohol
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Psychiatry, 19(1):41-9. PMID: 24166409.

Gelernter J, Kranzler HR, Sherva R, Koesterer R, Almasy L, Zhao H, Farrer LA (2014) Genome-wide
association study of opioid dependence: multiple associations mapped to calcium and potassium
pathways. Biological psychiatry, 76(1):66-74. PMID: 24143882.

Gelernter J, Sherva R, Koesterer R, Almasy L, Zhao H, Kranzler HR, Farrer L (2014) Genome-wide
association study of cocaine dependence and related traits: FAM53B identified as a risk gene. Mol
Psychiatry, 19(6):717-23. PMID: 23958962.

Hsieh, T.-J., Chang, S.-H., and Tai, J.J. (2014). A family-based robust multivariate association test using
maximum statistic. Annals of Human Genetics 78(2):117-128. PMID: 24571230.

*** Jiang, Y., Li, N., and Zhang, H. (2014). Identifying Genetic Variants for Addiction via Propensity
Score Adjusted Generalized Kendall's Tau. Journal of the American Statistical Association
109(507):905-930. PMID: 25382885. PMCID: PMC4219655.

*** Li, D., Sulovari, A., Cheng, C., Zhao, H., Kranzler, H.R., and Gelernter, J. (2014). Association of
gamma-aminobutyric acid A receptor a2 gene (GABRA2) with alcohol use disorder.
Neuropsychopharmacology 39(4):907-918. PMID: 24136292. PMCID: PMC3924525.

*** Li, M., Gardiner, J.C., Breslau, N., Anthony, J.C., and Lu, Q. (2014). A non-parametric approach
for detecting gene-gene interactions associated with age-at-onset. BMC Genetics 15:79. PMCID:
PMC4087128.

Lobach I, Fan R, Manga P (2014) Genotype-based association models of complex diseases to detect
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alpha3betad* nicotinic ACh receptor subtype mediates physical dependence to morphine: mouse and
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dependence in Caucasian samples. Journal of Neural Transmission 121(1):105-111. PMID: 23846846.

*** Wang, J., Yu, R., adn Shete, S. (2014). X-chromosome genetic association test accounting for X-
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*** Yang, J. and Li, M.D. (2014). Association and interaction analysis of 5-HT3 receptor and serotonin
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*** Yuan, H. and Dougherty, J.D. (2014). Investigation of Maternal Genotype Effects in Autism by
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Research 37(Suppl 1):E125-130. PMID: 23078527*** Cui WY, Wang S, Yang J, Yi SG, Yoon D, Kim
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